Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.006 Å; Hatom completeness 81%; disorder in main residue; R factor = 0.048; wR factor = 0.141; data-to-parameter ratio = 18.1.
In the title compound {systematic name: cis-bis[4-amino-N-(pyrimidin-2-yl)benzenesulfonamidato-2 N,N 0 ]bis(butylamine-N)copper(II) pentahydrate}, [Cu(C 10 H 9 N 4 O 2 S) 2 -(C 4 H 11 N) 2 ]Á5H 2 O or [Cu(sdz) 2 (ba) 2 ]Á5H 2 O [ba is butylamine and sdz = sulfadiazine(1À)], the copper(II) cation is sixcoordinated by four N atoms of two sulfadiazine ligands and two N atoms of butylamine ligands. The copper(II) ion and one of the water molecules lie on twofold rotation axes. One of the butyl groups is disordered over two sites, with occupancies of 0.395 (8) and 0.605 (8). The geometry around the S atom is distorted tetrahedral. The crystal structure involves intermolecular N-HÁ Á ÁN and N-HÁ Á ÁO hydrogen bonds. N-HÁ Á ÁN hydrogen bonds between sdz ligands lead to a sheet structure parallel to the ab plane.
Related literature
For related structures, see: Heren et al. (2006) ; Chung et al. (1975) .
Experimental
Crystal data [Cu(C 10 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: X-AREA (Stoe & Cie, 2002 ); cell refinement: X-AREA; data reduction: X-RED32 (Stoe & Cie, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: WinGX (Farrugia, 1999) .
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Comment
In the title complex (I), the copper(II) ion is six-coordinated by four N atoms of sulfadiazine ligands and two N atoms of butylammonium ligands. The copper(II) ion and one of the water molecules lie on twofold rotation axes. It is found that the Cu-N sdz and Cu-N ba bond distances are nearly equal. The bond angles around the S atom correspond to a distorted tetrahedral geometry. The C4-N5 bond distance and the torsion angle C1-S1-N1-C7 are comparable to those observed in related structures (Heren et al., 2006; Chung et al., 1975) . One of the butyl groups is disordered over two sites with occupancies of 0.395 (8):0.605 (8) (see Fig. 1 ).
The packing of (I) is stabilized by intermolecular N-H···N and N-H···O hydrogen bonds ( Table 1 ). The N-H···N hydrogen bond takes place between sdz ligands and it is seen that these hydrogen bonds generate a sheet structure parallel to the ab plane (Fig. 2) . The H atoms of water molecules could not be located from a Fourier map. However, it is possible to see that water molecules are involved in hydrogen bonds with sdz and ba ligands on the basis of interatomic distances.
Experimental
A solution of butylamine (2 mmol) in ethanol (20 ml) was added dropwise with stirring to a solution of Cu(II) sulfadiazine
(1 mmol) in methanol (40 ml). The solution was heated and stirred for 3 h at 343 K and then the mixture was cooled to room temperature. The blue crystals were filtered off, washed with cold distilled water and acetone, and dried in vacuo. Analysis calculated: C 42.62, H 5.84, N 17.76%; found: C 43.08, H 5.72, N 18.25%.
Refinement
One butyl group shows disorder and was modelled with two different orientations and site occupancies of 0.395 (8):0.605 (8).
The H atoms of water molecules could not be located from a Fourier map. All other H atoms were placed in geometrically idealized positions with distances N-H = 0.86-0.90 Å, C-H = 0.93-0.97 Å, and were refined as riding atoms with U iso (H) = 1.2U eq (C,N) and U iso (H methyl ) = 1.5U eq (C).
Figures Fig. 1 . The molecular structure of (I), with atom labels and 30% probability displacement ellipsoids. Only the major part of the disordered ba ligand is included. Primary atom site location: structure-invariant direct methods Extinction correction: none 
Special details

